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Results: We investigated 64 institutionalized children
aged 2 to 12 years. Parasitic infections were identiﬁed in 44
cases (68.7%). Hymenolepis nana (31.2%), Giardia lamblia
(28.1%), Blastocytis hominis (7.8%), Entamoeba coli (4.7%),
Ascaris lumbricoides (4.7%), and Trichuris trichiura (3.1%)
were diagnosed. We have determined associations of two
(45.4%) and more than two parasites (18.2%) among the
infected children; of the 20 with hymenolepiasis, 11 (55%)
had multiple parasitic infections. Clinical and laboratory
examinations were conducted to investigate the presence of
symptoms and eosinophilia in patients with parasitic infec-
tions. Diarrhoea (38.6%), weight loss (47.7%), abdominal
pain (25%), nervous disorders (34.1%), cutaneous manifesta-
tions (22.7%), fever (9.1%) and respiratory infections (59.1%)
were reported in the infected children. Eosinophilia was
noted in 27 (61%) of the 44 patients with parasitosis. High
eosinophil values were mostly observed among those diag-
nosed with helminth infections.
Conclusion: Hymenolepis nana infection was reported
with an increased frequency among Romanian institu-
tionalized children. The majority of the patients with
hymenolepiasis were diagnosed with multiple parasitic
infections.
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Background: Trichomonas vaginalis is a parasitic proto-
zoan causing the most common human sexually transmitted
disease (STD), trichomoniasis. The exact mechanism of its
pathogenesis is still obscure. Alpha-enolase plays a piv-
otal role in the host-pathogen interaction, and as a surface
receptor of several protists mediating plasminogen binding.
In view of identifying plasminogen binding sites of T. vagi-
nalis alpha-enolase, homology modeling and docking studies
were conducted to obtain modeled structures of the T. vagi-
nalis alpha-enolase-plasminogen complex.
Methods: The protein sequence of T. vaginalis alpha-
enolase used in this study was kindly provided by Dr.
John F. Alderete (University of Texas, USA). Modeling tem-
plates were searched by using BLAST, followed by multiple
sequence alignment. The atomic coordinates of Escherichia
coli enolase was retrieved from Protein Data Bank. Molecu-
lar structures of T. vaginalis alpha-enolase were modeled
by using restraint-based modeling, followed by energy
minimization using MODELLER program. The quality and
stereochemistry of the models were evaluated by program
PROCHECK. After addition of Mg2+, the selected model
further reﬁned by energy minimization employing NAMD pro-
gram. The VMD program was used to superimpose structure
of T. Vaginalis alpha-enolase model with crystal structures
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f enolases from E. coli and S. pneumoniae. T. vaginalis
lpha-enolase model was docked to human plasminogen for
rotein-protein interaction using Hex 5.1. Mark Gerstein’s
alc-surface program was used to calculate the solvent
ccessibility at the interface of T. vaginalis alphaenolase
nd human plasminogen before and after docking.
Results: Molecular docking revealed hydrogen bond-
ng of eLys70-pgTyr50, eAsn165- pgThr66, eAla168-pgGlu21,
Asp17-pgLys70, and eAsn213-pgPro68/pgAsn69. Substantial
ecreases in accessible surface area (ASA) were observed
nd in concurrence with hydrogen bond pattern.
Conclusion: These ﬁndings provide new insights for inter-
ction at the protein-protein interface. Our theoretical
rediction is consistent with preexisting biochemical data.
he predicted interaction complex can be of great assis-
ance in understanding structural insights, probably being
ecessary to an interaction between pathogen and host-
omponent. The ability of T. vaginalis alpha-enolase to bind
lasminogen may be indicative of being a key player in
nvasion of this pathogen to host. Conclusively, this work
heoretically establishes the T. vaginalis alpha-enolase as a
ovel surface-linked virulence factor.
oi:10.1016/j.ijid.2010.02.2141
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Background: Dientamoeba fragilis is a protozoan par-
site, with the presence of only trophozoites in its life
ycle, with worldwide distribution, and that may be con-
idered responsible for enteric disease in humans. Although
escribed in 1918 by Dobell, many clinical and pathological
